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 1, 15  Bacillus thuringiensis,  5, 17 - Rhizobium 
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ARDRA – Amplified rDNA Restriction Analysis 
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SUMMARY 

Nowadays it is more reliable to use genetic identification of different 

bacteria rather than physiological or morphological characteristics because in some 

cases they could be ambiguous. There are two types of genetic identification: 

sequencing and Restriction Fragment Length Polymorphism analysis (RFLP 

analysis). Lots of methods are based on using gene 16S rRNA. In this work 

nucleotide sequences within that gene were studied in order to identify some 

samples of bacteria. 

 A high-quality DNA from 15-samples of studied bacteria was obtained in 

this work. Then two types of amplicons were obtained by using PCR and a set of 

primers (8F – 1492R; 500F – 1350R). That amplicons were subjected to restriction 

analysis with five restriction endonucleases. According to the work studied 

samples were identified as follows: 

Samples 1  15 - Bacillus thuringiensis;  

Samples 2, 13  14 - Bacillus amyloliquefaciens; 

Samples 3  10 - Bacillus cereus; 

Samples 4  8 - Bacillus pumilus;  

Sample 5, 17 - Rhizobium radiobacter; 

Samples 6  16 - Achromobacter xylosoxidans; 

Samples 7  12 - Roseovarius tolerans; 

Sample 9 - Arthrobacter globiformis;  

Samples 11  18 - Pseudomonas fluorescens. 
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