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1.    in silico 

    Rhizobium   

  16S     GenBank.   

       

  (8F – agagtttgatcatggctcag  1492R – 

aagtcgtaacaaggtagcc).     in silico  

8F – 1492R      pDRAW32.  

     Aat II , Acu I, Alu I, Bfa I, Bst 

UI, Fat I, Hae III , Hha I, Hpa II , Hpy CH4IV, Mbo I, Mlu CI, Mse I, Rsa I, Sac II , 

Sma I, Sph I, Tag I, Xho I, Xma I. 

New DNA entry, 1446 bp. (LINEAR) 
Restriction analysis 06.06.2017 
pDRAW32 revision 1.1.132 
UNLICENSED 
Rebase containing 267 enzymes. 
20 enzymes match enzyme selection criteria. 
 
*************************************************** ***** 
 

AatII      (G_ACGT'C) [ZraI] 
Cuts 1 time. 
Cuts at position 1131. 
Fragment sizes 1131, 315. 
 
AcuI 
(CTGAAGnnnnnnnnnnnnnn_nn') 
[Eco57I] 
Cuts 1 time. 
Cuts at position 944. 
Fragment sizes 944, 502. 
 
AluI       (AG'CT) [AluBI] 
Cuts 10 times. 
Cuts at positions 125, 206, 248, 392, 
551, 794, 920, 1005, 1213, 1397. 

Fragment sizes 125, 81, 42, 144, 159, 
243, 126, 85, 208, 184, 49. 
 
BfaI     (C'TA_G) [MaeI,FspBI,XspI] 
Cuts 3 times. 
Cuts at positions 207, 479, 1280. 
Fragment sizes 207, 272, 801, 166. 
 
BstUI  (CG'CG) 
[AccII,Bsh1236I,BspFNI,BstFNI, 
MvnI] 
Cuts 5 times. 
Cuts at positions 95, 195, 361, 461, 
904. 
Fragment sizes 95, 100, 166, 100, 443, 
542. 
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FatI       ('CATG_) 
[NlaIII,CviAII,FaeI,Hin1II,Hsp92II] 
Cuts 9 times. 
Cuts at positions 10, 46, 354, 880, 990, 
1139, 1263, 1297, 1347. 
Fragment sizes 10, 36, 308, 526, 110, 
149, 124, 34, 50, 99. 
 
HaeIII     (GG'CC) 
[BshFI,BsnI,BsuRI] 
Cuts 8 times. 
Cuts at positions 191, 225, 291, 376, 
862, 973, 1144, 1323. 
Fragment sizes 191, 34, 66, 85, 486, 
111, 171, 179, 123. 
 
HhaI       (G_CG'C) 
[AspLEI,BstHHI,CfoI,Hin6I,HinP1I,
HspAI] 
Cuts 6 times. 
Cuts at positions 339, 511, 791, 906, 
1045, 1379. 
Fragment sizes 339, 172, 280, 115, 
139, 334, 67. 
 
HpaII      (C'CG_G) 
[BsiSI,HapII,MspI] 
Cuts 6 times. 
Cuts at positions 128, 401, 423, 437, 
1097, 1319. 
Fragment sizes 128, 273, 22, 14, 660, 
222, 127. 
 
HpyCH4IV   (A'CG_T) 
[MaeII,HpySE526I,TaiI] 
Cuts 4 times. 
Cuts at positions 513, 1128, 1166, 
1313. 
Fragment sizes 513, 615, 38, 147, 133. 
 
MboI       ('GATC_) 
[BfuCI,Bsp143I,BssMI,BstKTI,BstM
BI,DpnII,Kzo9I,NdeII,Sau3AI] 
[dam methylated] 

Cuts 5 times. 
Cuts at positions [7], [239], [263], 
[346], [1291]. 
Fragment sizes 7, 232, 24, 83, 945, 
155. 
 
MluCI      ('AATT_) [Sse9I,TasI] 
Cuts 6 times. 
Cuts at positions 139, 492, 608, 628, 
850, 890. 
Fragment sizes 139, 353, 116, 20, 222, 
40, 556. 
 
MseI       (T'TA_A) 
[SaqAI,Tru1I,Tru9I] 
Cuts 7 times. 
Cuts at positions 41, 142, 527, 803, 
837, 889, 1027. 
Fragment sizes 41, 101, 385, 276, 34, 
52, 138, 419. 
 
RsaI       (GT'AC) 
[AfaI,Csp6I,CviQI,RsaNI] 
Cuts 2 times. 
Cuts at positions 824, 1329. 
Fragment sizes 824, 505, 117. 
 
SacII      (CC_GC'GG) 
[Cfr42I,KspI,Sfr303I,SgrBI] 
Cuts 1 time. 
Cuts at position 462. 
Fragment sizes 462, 984. 
 
SmaI       (CCC'GGG) 
[Cfr9I,TspMI,XmaI] 
Cuts 1 time. 
Cuts at position 1320. 
Fragment sizes 1320, 126. 
 
SphI       (G_CATG'C) [PaeI] 
Cuts 1 time. 
Cuts at position 1301. 
Fragment sizes 1301, 145. 
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TaqI       (T'CG_A) 
[dam methylated] 
Cuts 4 times. 
Cuts at positions 55, 894, 1209, 1257. 
Fragment sizes 55, 839, 315, 48, 189. 
 
XhoI       (C'TCGA_G) 
[PaeR7I,Sfr274I,SlaI,StrI] 
Cuts 1 time. 

Cuts at position 1256. 
Fragment sizes 1256, 190. 
 
XmaI       (C'CCGG_G) 
[SmaI,Cfr9I,TspMI] 
Cuts 1 time. 
Cuts at position 1318. 
Fragment sizes 1318, 128. 

 

 

 

 

 13 –   
   Rhizobium 




